
Data Analysis Questions Plague 
Computational Biology



DREAM Mutation-Calling Challenge

Real data:
●10 T/N pairs (50x/30x)
●Two tumour-types:
●5 pancreatic
●5 prostate
●Lane-level FASTQs & BAMs

In silico data:
●5 T/N pairs
●For “play” and dry-runs
●Releases of increasing complexity
●Rapid scoring turn-around
●BAMs (Novoalign or BWA)

Nov 2013 Aug 2014 Oct Nov

Validation WinnerCompetition

Dec      Jan     Feb    Mar      Apr     May     Jun      Jul

1 2 3 4 5



Cohort Consented CNV 
Arrays

WGS Methylation RNA-Seq

IGRT 154 105 88 24 0

RP 132 66 89 97 17

Total 286 171 177 121 17

CPC-GENE Current Progress

Our Ultimate Goal – Clinical Tools

Collaboration Opportunities:

1. Benchmarking of –omic techniques: interesting questions, 
unique datasets

2. Prostate Cancer

3. Machine-Learning
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